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anpOAHaﬂ Pe3NCTeHTHOCTb U peakKkue d)eHOTMﬂbI

Tabnuubl

OkcnepTHble npaBuna EUCAST, Bepcus 2.0 6binm onybnukoBaHbl 29 oktsi6ps 2011 roga (http://www.eucast.org/expert rules). B TeueHune
npoLueLlero roga 3Ty npasuna 6oinn NepecMoTpeHbl, B pe3ynbTaTte 4Yero B Tabnuvubl eHOTUMNOB NPUPOLHON PE3NCTEHTHOCTU N PeaKNX
heHOTUNOB ObINM BHECEHBI UBMEHEHNS, COrNacoBaHHbIE B NMPOLIECCE KOHCYNbTaLUMA C LUMPOKNUM KPYroM 3KCMepPTOB C NOCNEeayLWwmM
obecyxaeHmem pykosogsawmnm kommtetom EUCAST (okTabpb-gekabpb 2015). HoBas Bepcusa npasun 0 NPpUPOLAHON PE3UCTEHTHOCTU U PeaKnx
deHoTnnax (tabnuupl 1-7, Bepcus 3.0) ¢ onucaHMeM N3MEHEHN NO CpaBHEHUIO € Bepcren 2.0 6binm onybnnkoBaHbl 9 ceHTabpa 2016 roga.
Bepcusa 3.1 BkntovaeT ucnpasreHHble Tunorpadckue oneyaTku, gonylleHHsle B sepcum 3.0.
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http://www.eucast.org/expert_rules

M3meHeHUs No cpaBHEHUIO C Npeabiaylen Bepcuen

Tabnuua AHTMOUOTUK/MUKpOopraHuam/Mpasuno N3meHeHuUA
Bce
Tabnvua 1 | AMnvuunnuH-cynbbakram Hob6aeneHo. JobasneHo P Ans pasnuyHbiX MUKPOOPraHW3mMoB
MunepauunvH Ons C. koseri - ynaneHo P ¢ nocnegytowimm yganexsnem crtonéua lNMunepaumnnuH
Bce uedanocnopuHbl | nokoneHus, Ans KoTopbix [oGaBneHbl
YCTaHOBMEHbI NorpaHuyHble 3HaveHns EUCAST (Bepceus 6)
LledhokentuH HobGaeneHbl npuMmeyaHune nog tabnuvuen, a Takke P ana H. alvei n S. marcescens
Lledypokcum YpaneHo P gna M. morgannii 1 no6asneHo P — ansa Providencia stuartii n P. rettgeri
Llecdbamangon YpaneH
AMVHOrMMKO3MAbI YpaneHsl npyMmevaHusa ans S. marcescens u P. stuartii c nocrnegyowmm yaaneHnem
cTonbua AMMHOIMMKO3NAbI
TeTpaumnKIvHbl U TUTELMKITUH MpuBoasiTca otaensHo. JobaBneHo NnpumeyaHme Ana S. marcescens
TureymMknuH YnaneHo P ana M. morgannii
Citrobacter freundii, Citrobacter koseri M3MeHeH heHOTUN B COOTBETCTBUMN C UBMEHEHMEM HOMEHKNATypbl. [JobaBneHo
npumeyaHve
Enterobacter cloacae YkasaH kak Enterobacter cloacae complex
Raoultella spp. HobGasneHa
MpumevaHue [obasneHo
Tabnvua 2 | 3aronosok YacTtnyHo nepedppasnposaH
AMOKCULMINIIMH-KNaBYNaHoBas KUCnoTa Ho6aeneHo P ans Elizabethkingia meningoseptica
AMONUMNNUH-cynbbakTam [obasneHo
Bce uedanocnopuHbl | nokoneHus, Ans KoTopbixX Ho6GasneHo
YCTaHOBMEHbI NorpaHuyHble 3HaveHns EUCAST (Bepceus 6)
LledbTasmgmum YpaneHo P ang Stenotrophomonas maltophilia
Llecdbenum Hob6aeneHo, Bkntovas P ana Elizabethkingia meningoseptoca n Ochrobactrum anthropi
A3sTpeoHam HobGasneHo
MmuneHem YpaneHo ans B. cepacia
TeTpaumnKIvH 1 TUreLMKNuH B HoBOW Bepcuu npeacTaBneHbl B OTAENbHbIX cTonbuax. [JobaBneHo npumeyaHue ans
S. maltophilia
TpumeTonpum YpaneHo npumeyaHue
TpvmeTonpum 1 TpUMETONPUM-CyNbaMeTOKCa30nN YpaneHo
Acinetobacter B HoBoW Bepcuu npeacTasneHsl kKak A. baumannii, A. pittii 1 A. nosocomialis n A.
calcoaceticus complex. [ns TeTpauuknmHa gobdaeneHo P n cooTBeTcTBYOLLEE
npumeYaHue, KOTOpoe Takke OTHOCUTCS K TUreLuknuHy. [lobaBneHo npumeyaHue ans
amnuuunnuHa-cynobakrama.
Burkholderia cepacia complex HobGaeneHo P ans nunepaumnnuvHa, nunepauunnmHa-tazobakrama, LedoTtakcuma u
LuedTpmakcoHa
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Elizabethkingia meningoseptica

Ho6asneHo P ansa nunepauunnuHa

Tabnuua 3 | Makponugpl

YnaneHo

CTtpenTtorpamuHbl Hob6aeneHo P gna H. influenzae
dys3mgosas Kucrnota HobGaeneHa nHdopmauma ang S. saprophyticus
Kateropus “I” YpaaneHo ns npumeyaHus

Tabnuua 4 | LedTasngnm HobaeneHo P gnsa Streptococcus spp.
Makponugbl Makponuabl BMECTO 3pUTPOMULIMH

Staphylococcus xylosus

MpeacTtaBneH B OTAENbHOMN CTPOKE

Lactobacillus spp.

HobGaeneHbl npeactasuTenu poga Lactobacillus, kotopble 06bIMHO PE3NCTEHTHBI K
BaHKOMULMHY — L. casei u L. casei var. rhamnosus

Mpumevanue

ApbGekauvH yaaneH ns npumeyaxua b. PepmeHt AAC(6’) HaseaH AAC(6')-I

Tabnuua 5 | Bece

B HOBYIO BEPCUIO BKITKOYEHbI TOJ1bKO HeoOblYHble q.)eHOTI/lI'IbI PEe3nNCTEeHTHOCTW.
HeobblYHble q.)eHOTI/lI'IbI YYBCTBUTEJIbHOCTU yaAalneHbl

MeponeHem n/vnn nmuneHem

M3 nepeyHs peakmx (HeoOblYHbIX) (EHOTMMNOB yaaneHa pe3ncTEHTHOCTb K MEPONEHEMY
n/vnn nmuneHemy y Enterobacteriaceae

KonuctuH

B nepeyeHb peakux (HeoBbIYHbIX) eHOTUMNOB Ao6aBrneHa pe3nCTEeHTHOCTb K KOMUCTUHY
y Enterobacteriaceae u cooTBeTcTBytOLLEE NPUMEYAHME

Salmonella Typhi

B nepeyeHb peakmx (HEOObIYHbIX) heHoTMNOB 4oOaBneHa Pe3NCTEHTHOCTL K
dTOPXMHONOHaM WU/unun kapbaneHemam

N. gonorrhoeae

YnaneHo: pesucTeHTHOCTb K LiedanocnopuHam Il nokonexus. Jo6GaeneH asutTpoMuumH

Moraxella catarrhalis

PTOPXMHOMOHLI BMECTO LiMnpodriokcaumHa

MpumevaHue

[MpumevaHne U3sMeHeHo

Tabnuua 6 | PasnuuHble MUKpOOpraHu3mbl

M3meHeHbl (hopMynmnpoBKM HEKOTOPLIX NPaBui 0 HEOObIYHbIX (peaknx) deHoTunax. Ans
BCEX BMOOB, 3@ UCKMIOYEHNEM SHTEPOKOKKOB, B NpaBunia 0 HeoObIYHbIX (heHoTnnax
pe3ncTeHTHOCTM Aob6aBneHbl TeNaBaHuUMH, AanbaBaHLUMH, OpUTaBaHLUMH, Tean3onua.

JK kopvnHedopMHble bakTepun

M3meHeHo Ha Corynebacterium spp.

E. faecalis B nepeyeHb penknx (HeoObIYHbIX) EHOTUNOB A0OaBMNeHa PE3NCTEHTHOCTb K
aMnNUUUNInHY.

E. faecium M3 nepeyHs peakmx (HeobblYHbIX) (HEHOTMMNOB yaaneHa Pe3nCTEHTHOCTb K
XUHYNPUCTUHY-0ANGONPUCTUHY.

Mpumevanue [MpumeYvaHne U3sMeHeHo

Tabnuua 7. | Bacteroides spp.

M3 nepeyHs peakux (HeobblYHbIX) (DEHOTMMOB yaaneHa Pe3nUCTEHTHOCTb K
KapbaneHemam

C. difficile

B nepeyeHb penknx (HeobbI4HbIX) EHOTUNOB A0OaBMNeHa PE3NCTEHTHOCTb K
draakcCoOMULIMHY

Okcneprabie npasuia EUCAST, Bepcust 3.1:
[IpupomHas pe3uCTEHTHOCTh U PEIKUEe ()EHOTHUIIBI
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Tabnuua 1. MpupogHas yCTOMUYMBOCTb 3HTepobakTepui. Kpome aHTUOMOTMKOB, YKasaHHbIX B Tabnuue, 3HTepoOGakTepuum TakKkKe oO6GnagaloT NPUPOJHOMN
PE3UCTEHTHOCTLIO K GEeH3UNMEHUUMANUHY, FAuKonenTuaam, ¢y3nMaoBOi KUCMOTE M MakponuaaM (C HEKOTOPbIMM UCKMOYeHMsMU'), NUHKo3amMupaam,
cTpenTtorpamumHam, pudamnuuuHy, AaNnTOMULIMHY 1 NMHe3onuay
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1.1 Citrobacter koseri, Citrobacter amalonaticus® P P
1.2 Citrobacter freundii® P P P P P
1.3 Enterobacter cloacae complex P P P P P
1.4 Enterobacter aerogenes P P P P P
15 Enterobacter hermannii P P
1.6 Hafnia alvei P P P P P
1.7 Klebsiella pneumoniae P P
1.8 Klebsiella oxytoca P P
1.9 Morganella morganii P P P P P P P
1.10 Proteus mirabilis P P P P
111 Proteus penneri P P P P P P P
1.12 Proteus vulgaris P P P P P P P
1.13 Providencia rettgeri P P P P P P P P P
1.14 Providencia stuartii P P P P P P P P P
1.15 Raoultella spp. P P
1.16 Serratia marcescens P P P P P P P° P P
1.17 Yersinia enterocolitica P P P P P P
1.18 Yersinia pseudotuberculesis P

P = pe3ncTeHTHbIN

! A3UTPOMULIMH 3chcheKTUBEH in ViVo Ansi NeYeHNst GPIOLLHOMO TUa, SPUTPOMULIMH MOXET UCMONb30BATLCA AMNS NEYEHNs AMapen My TeleCTBEHHUKOB.
2 KnuHnuyeckme norpaHuyHble KOHLEHTpaLum ans uedoKCUTHHa He YCTaHOBNEHb!. [pMpoaHO pesncTeHTHbIE K LIedhOKCUTUHY poabl ceMencTBa Enterobacteriaceae npogyLupyloT XPOMOCOMHYHO
B-nakramasy (AmpC), 4To obycnaenueaet 6onee Boicokue MK no cpaBHeHWo ¢ ApyrMu pofamMi cemeincTBa Enterobacteriaceae, Ansi KOTOPbIX NPOAYKLMS 3TOrO (DEPMEHTa He XapakTepHa.
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® To xe ana Citrobacter sedlakii, Citrobacter farmeri u Citrobacter rodentium.
* To xe gna Citrobacter braakii, Citrobacter murliniae, Citrobacter werkmanii u Citrobacter youngae.
® Serratia marcescens xapakTepu3yeTcs NPUPOAHOI PE3UCTEHTHOCTLIO K TETPALIMKINHY 1 JOKCULIVKIMHY, HO HE MUHOLIMKIMHY W TUTELIMKINHY.
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Tabnuua

MOKOJNeHuA, rmmkonenTnaam, (*)y3I/I,D,OBOI7I KUCcnoTte, makponumgam, niIMHKo3aMmugam, ctpentorpaMmmHam, pl/l(*)aMl'WlLWlHy, AanToOMUUUHY U NUHe3onuay

2. MNpupogHasi yCTOMYMBOCTb Y

rpamoTpuuaTtenbHbiX HedepMeHTUPYLWMX GakTepui.
rpamoTpuuaTenbHble HedhepMeHTUpPYHOLWMe GakTepun oGnagaldT NPUPOAHON YCTOWUYMBOCTLIO K GEeH3UNNeHUUUNnnuHy, uedanocnopMHam nepBoro M BTOPOro

Kpome aHTUGMOTUKOB,

yKasaHHbIX B Tabnuue,
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21 Acinetobacter baumannii,

’ Acinetobacter pittii, HE NE
Acinetobacter nosocomialis 1 P|IP| 3 P P|P P| P P|P|P S
Acinetobacter calcoaceticus C C
complex

2.2 Achromobacter xylosoxydans P P P | P P
2.3 Burkholderia cepacia complex® piP|P|P|P|P|P P PP PP P|P|P'|P|P P
24 Elizabethkingia meningoseptica P  P|P|P|P|P P P P|P|P|P|P|P|P P
2.5 Ochrobactrum anthropi p|P|P|P|P|P]|P P p|P|P|P|P|P
2.6 . =
Pseudomonas aeruginosa P|P P P PP P Pl S|P P | P
C .
2.7 Stenotrophomonas maltophilia P|P|P|P P|P| P |P|P P|P|P|P PP P | P
P = pe3ncTeHTHbIN
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t Acinetobacter baumannii MoXeT NposiBNATL YyBCTBUTENBHOCTb K aMNULMIIUHY-CyNbOakTaMy 3a CHET akTUBHOCTU CynbbakTama B OTHOLLEHWUW 3TOro BuAa MUKPOOPTraHU3MOB.

% MpenctasBuTenu poaa Acinetobacter xapakTepuayloTcs NPUPOAHON PENCTEHTHOCTBIO K TETPALMKIMHY U AOKCULIMKIHY, HO HE MUHOLIVKIMHY U TUTELINKITMHY.

% Burkholderia cepacia complex BkmiouaeT pasnuuHble BUAbI. HekoTopble LTaMMbl MOTYT NPOSIBMSTh YyBCTBUTENBHOCTE K OTAEMNbHBLIM B-NakTaMHbIM aHTUBMOTUKAM in Vitro, HO SBMAIOTCA
PE3NCTEHTHBIMMW K HAM KITMHUYECKW, MOSTOMY B Tabnuue ykasaHo P.

* Burkholderia cepacia u Stenotrophomonas maltophilia o6nagatT npMpogHON YCTOMYMBOCTLIO K aMUHOINIMKO3MAAM BCIEACTBME HU3KOW NMPOHMLAEMOCTM MeMOpaHbl U pasBUTON CUCTEMbI
adpcpniokca. Kpome Toro, 6onbLuMHCTBO n3onAaToB Stenotrophomonas maltophilia npoagyuupytot dhepmeHt AAC(6')-1z.

® Pseudomonas aeruginosa xapakTepuayeTcs NPUPOAHON PE3UCTEHTHOCTBLIO K KAHAMULIMHY M HEOMULIMHY, YTO 00YCNOBNEHO akTUBHOCTLIO dhepmeHTa APH(3")-Ilb H1skoro ypoBHs.

® Stenotrophomonas maltophilia 06bI4HO YYBCTBUTENBHA K TPUMETONPUMY-CYbOMETAKCO30TY, HO PE3UCTEHTHA K TPUMETONPUMY.

" Stenotrophomonas maltophilia xapakTepuayeTcs NPUPOAHON PE3UCTEHTHOCTBIO K TETPALIMKIMHY, HO HE AOKCULIMKIMHY, MUHOLMKIMHY U TUFELMKINHY.
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Tabnuua 3. MpupoaHasa yCTOMYMBOCTL Y APYrMX rpamoTpuuaTenbHbiX 6akTtepun (He OTHocsSLWMXCA K ceMeUcTBY Enterobacteriaceae n rpamotpuuaTtenbHbIM
HedepmeHTUpPYOWMM GakTepusim). Kpome aHTMOMOTUKOB, NepeyncrieHHbIX B Tabnuue, gpyrve rpamoTpuuartesibHble 6aKkTepumn, He OTHOCSILLMECH K CeMeucTBy
Enterobacteriaceae u rpamoTpuuaTenbHbiM Hed)epMeHTUpPYHOLWMM bakTepusaM, o6nagaroT NPUPOAHOM YCTOMYMBOCTLIO K FNMKOMEnTUAaMm, JIMHKO3aMuaam,
[anTOMULMHY UM NuHe3onuay
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3.1 Haemophilus influenzae P P
3.2 Moraxella catarrhalis P
3.3 Neisseria spp. P
3.4 Campylobacter fetus P P P P
3.5 Campylobacter jejuni, Campylobacter coli P P P

P = pe3ncTeHTHbIN
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Ta6bnuua 4. anpO,qHaﬂ yCTOIFI‘-IVIBOCTb y rpamMmnosioXxXunTesibHbIX 63KTepVII7I. Kpome aHTMOMOTUKOB, nepe4vucrieHHbIX B Tabnuue, rpaMnonoXxuTesibHbile 6aKTepvm
obnapatot HpMpO,D.HOIFI PEe3UCTeHTHOCTbLIO K a3TpeoHaMy, TeMOUUIITTUHY, NOJIMMUKCUHY B/KO.HVICTVIHy M HaNMUOUKCOBOW KUCIoTe
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4.1 Staphylococcus saprophyticus P P P P
4.2 Staphylococcus cohnii P P
4.3 Staphylococcus xylosus P P
4.4 Staphylococcus capitis P P
Opyrve koarynasoHeraTuBHble CTadUITOKOKKM U
4.5 P
Staphylococcus aureus
4.6 Streptococcus spp. P P P!
4.7 Enterococcus faecalis P P P P! P P P P
4.8 Enterococcus gallinarum, Enterococcus casseliflavus P P P Pl' P P P P P
4.9 Enterococcus faecium P P P p'? P P
4.10 Corynebacterium spp. P
411 Listeria monocytogenes P P
412 Leuconostoc spp., Pediococcus spp. P P
4.13 Lactobacillus spp. (L. casei, L. casei var. rhamnosus) P P
414 Clostridium ramosum, Clostridium innocuum P

P = pe3ncTeHTHbIN

1 Pe3NCTEHTHOCTb HW3KOro YPOBHA K aMUHOrNnko3ngam. KOM6MHaLI,I/1$I aMUHOITINKO3nAoB C MHFM6MTOpaMM CMHTE3a KIETOYHOW CTEHKMN (I'IeHI/ILI,MJ'IJ'IMHbI nnn FJ'II/IKOI'IeI'ITM/J,bI), 6narop,apﬂ
B3aMHOMY YCUIEHUI0 aKTUMBHOCTWU 3TUX NpenapaTos, 06nap,aeT 6aKTepI/1LM/J,HbIM S(b(beKTOM B OTHOLUEHUN U30NATOB, YYyBCTBUTESIbHbLIX K MHFM6MTOpaM CMHTE3a KITETOMHOW CTEHKU U He
06nap,arou.|,mx BbICOKMM YPOBHEM yCTOI;I‘-IMBOCTM K aMUHOIMMmMuko3naam.

2 _ B [JOMOMHEHNN K PE3NCTEHTHOCTU HU3KOrO YPOBHSI K amMMHOMMMKo3uaaM Enterococcus faecium npogyLmMpyeT XpOMOCOMHbIN hepMeHT AAC(6')-I, BCEACTBME YEro TepsieTcsl CUHEpruama

MexXxay aMmuHornnkosngamu (38 UCKNo4YeHnem reHTaMmmumnHa, aMmmkauunHa, ap6eKaLu/1Ha n CTpeI'ITOMMLMHa) 1 neHnyunninnuHamm mnu rmukonenTtmgamn.
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Ta6nuua 5. Peakue heHOTUNBI y rpamoTpuLaTenbHbIX 6akTepuid

Ne

MukpoopraHusm Pepkue (HeoOblYHbIE) (heHOTUNBI

npasuna poop AKue ( ) P

51 Bce Enterobacteriaceae (kpome Proteeae un Serratia Pe3UCTEHTHOCTE K KORUCTHHYY

: marcescens) y

Salmonella Typhi

5.2 yp Pe3ucTeHTHOCTb K hTOPXMHONOHaM Wunm kapbaneHeMam
Pseudomonas aeruginosa un Acinetobacter spp. 1

53 Pe3nCcTeHTHOCTb K KOMUCTUHY
Haemophilus influenzae

5.4 Pes3uncTeHTHOCTb KO BCeM LedanocnopmMHaM TPETbEro NoKorneHusl, kapbaneHemam,

PTOPXMHONOHAM

Moraxella catarrhalis

5.5 Pe3ncTeHTHOCTb KO BCeM LiedanocrnopuHamM TpeTbero NokoneHus n/nnu TopxmHonoHam
Neisseria meningitidis

5.6 Pe3ncTeHTHOCTb KO BCEM LiedpanocnopuHamM TpeTbero NokoneHus n/nnu TopxmHonoHam
Neisseria gonorrhoeae

5.7 Pe3ncTeHTHOCTb K CNEKTUHOMULIMHY W/ a3nuTpoMULNHY

! 3a ucknioveHem CTpaH, rge pe3mCcTeHTHOCTb K KOJNTUCTUHY HE ABNAETCA pep,Koﬁ.

2 MIK konucTvHa Ans HekoTopbIX cepoTnnoB Salmonella HeCKONbKO BbILWE NOrpaHnUYHbIX KOHUEeHTpauun (U<2; P>2 mr/n).

Okcneprabie npasuia EUCAST, Bepcust 3.1:
[IpupomHas pe3uCTEHTHOCTh U PEIKUE ()EHOTHUIIBI
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Ta6nuua 6. Pegkue peHOTUNBbI Y FPaMnonoXuTenbHbIX 6akTepui

Ne
MukpoopraHusam Pepkue (HeoOblYHbIe) heHOTUNDI
npasuna poop AKue ( ) P
Pe3ncTeHTHOCTb K BAHKOMULMHY, TEAKOMMaHUHY, TenaBaHLUNH nbaBaHLMH
Staphylococcus aureus HUHY, Y, TenaBaHuUuHy, Aan6asaxUnHy,
6.1 opuTaBaHLMHY, AaNTOMULMHY, NUHE30Nuay, TEAU30NUAY, XUHYNPUCTUHY-0andONnpUCTUHY
/NN TUrELMKINHY.
Pe3ncTeHTHOCTb K BAHKOMULIMHY, TenaBaHLUmMHY, AanbaBaHuUmHy, OpuTaBaHLuHY,
6.2 KoarynasoHeraTvBHble CTahUIOKOKKHN AANTOMULIMHY, NIMHE30NWAY , TEAN30NUAY", XMHYNPUCTUHY-AANONPUCTUHY M/Unn
TUTELIMKITUHY.
Pe3ncTeHTHOCTb K BAHKOMULMHY, TEAKOMMAHUHY, TeNaBaHUuHy, AanbaBaHLuMHy,
6.3 Corynebacterium spp. opuTaBaHLMHY, AaNTOMULMHY, NIMHE30Nuay, TEAU30NUAY, XUHYNPUCTUHY-0andOnpUCTUHY
/NN TUrELMKINHY.
Pe3ncTeHTHOCTb k KapbaneHemam, BaHKOMULMHY, TEMKOMNNAHMHY, TeNnaBaHLMHY,
6.4 Streptococcus pneumoniae AanbaBaHLUMHy, OpUTaBaHLMHY, AaNnTOMULMHY, NMMHe30nNuay, Teansonuay, XMHyrnpucTuHy-
0angonpuUCTUHY, TUreUUKIUHY W/unn pudamnuumnHy.
Pe3nCcTeHTHOCTb K NEHMUUNNKUHY, LedanocnopuHaM, BaHKOMULIMHY, TENKOMMAaHUHY,
6.5 B-remonutnuyeckue Streptococci rpynn A, B, Cn G TenaeaHUuHy, fanbaBaHUuHY, OpuTaBaHUMHYy, 4ANTOMULUHY, NMMHe3onuay, Teamsonuay,
XUHYMPUCTUHY-0anOoNpUCTUHY WUNN TUrELMKITUHY .
Pe3ncTeHTHOCTb K 4anTOMULMHY, NMMHE30NUAY U/ TUreuunmnHy.
6.6 Enterococcus spp. 3
Pe3nCcTeHTHOCTb K TEMKOMNMaHUHY, HO HE BAHKOMMULIMHY.
6.7 Enterococcus faecalis Pe3ncTeHTHOCTb K aMNUUUIIIvHY
. : YyBCTBUTENBHOCTb K XUHYMPUCTUHY-AandonpucTnHy — BO3MOXHO HemnpaBuibHast
Enterococcus faecalis, Enterococcus gallinarum, Enterococcus y ynp y-AandonpucTMHY — BOIMOXHO Henpa a
6.8 naeHTuukaums. Ecnv npy aTom BbISBMAETCS PE3NCTEHTHOCTb K aMNULUIIINHY — Hambonee

casseliflavus, Enterococcus avium

BEpOSATHO, 4TO 370 E. faecium.

! 3a ucknoveHem CTpaH, rae Koaryna3oHeratuMBHblEe CTaCbMJ'IOKOKKM, Pe3ncCTeHTHble K nnuHesonuay, tegusonnay n XMHyﬂpMCTMHy-p,aﬂb(bOﬂpMCTMHy He ABNATCA peakKnMn.

Okcneprabie npasuia EUCAST, Bepcust 3.1:
[IpupomHas pe3uCTEHTHOCTh U PEIKUE ()EHOTHUIIBI

Crpanunna 11 u3 12
26 centsops 2016




Tabnuua 7. Pegkue cheHoTUNBbI y aHaapoboB

Ne

npasuna MukpoopraHusm | Pepkue (HeoGblYHbIe) heHOTUNDI

7.1 Bacteroides spp. Pe3ncTeHTHOCTb K METPOHUAA30:y

7.2 Clostridium difficile | Pe3aucTeHTHOCTb K METPOHMAA30Y, BAHKOMULIMHY WU onaakCoMULMHY
Okcneptaele npaBuiaa EUCAST, Bepcus 3.1: 26 centsa6ps 2016

[TpupoaHas pe3uCTEHTHOCTh U penKue PeHOTUIIBI

Crpanunna 12 u3 12



